
Srpsko hemijsko društvo 
Serbian Chemical Society 

 
 
 
 
 
 

XLIX SAVETOVANJE  
SRPSKOG HEMIJSKOG 

DRUŠTVA 
 

PROGRAM  
I 

KRATKI IZVODI RADOVA 
 
 

49th Meeting of the Serbian Chemical Society 
 

Programme  
&  

Book of Abstracts 
 
 
 

Kragujevac, 13-14. maj 2011. 
Kragujevac Serbia, May 13-14, 2010   



CIP - ��������	�
��� � 
������
��� 
������� ���������� ������, ������� 

 
54(048) 
66(048) 
 
������ �������� ������� (�������). ���������� (49 ; 2011 ; ���������
) 
Program ; #i #Kratki izvodi radova = Programme = #& #Book of Abstracts /  
XLIX savetovanje Srpskog hemijskog društva, Kragujevac, 13-14. maj 2011. =  
49th Meeting of the Serbian Chemical Society, Kragujevac, Serbia,  
May 13-14, 2011 ; [organizator] Srpsko hemijsko društvo = [organized by]  
Serbian Chemical Society ; [urednici, editors Živoslav Teši!, Miloš "uran,  
Aleksandar Dekanski]. - Beograd : Srpsko hemijsko društvo = Serbian  
Chemical Society, 2011 (Beograd : Razvojno-istraživa$ki centar grafi$kog  
inženjerstva TMF). - XIII, 162 str.: graf. prikazi ; 24 cm 
 
Radovi uporedo na srp. i engl. jeziku. - Tekst !ir. i lat. - Tiraž 200. –  
Napomene i bibliografske reference uz tekst. 
 
ISBN 978-86-7132-045-0 
1. ��
��� �������� ������� (�������) 
a) %����� - '
������� b) *���������� - '
������� 
COBISS.SR-ID 183591692 

 
 
XLIX SAVETOVANJE SRPSKOG HEMIJSKOG DRUŠTVA, KRAGUJEVAC, 13-14. MAJ 2011. 

PROGRAM I KRATKI IZVODI RADOVA 

49TH MEETING OF THE SERBIAN CHEMICAL SOCIETY,KRAGUJEVAC, SERBIA, MAY 13-14, 2011 
PROGRAMME AND BOOK OF ABSTRACTS 
 

Izdaje / Published by 
Srpsko hemijsko društvo / Serbian Chemical Society 
Karnegijeva 4/III, 11000 Beograd, Srbija 
tel./fax: +381 11 3370 467; www.shd.org.rs, E-mail: Office@shd.org.rs 
 

Za izdava�a / For Publisher 
Ivanka POPOVI�, predsednik Društva 
 

Urednici / Editors 
Živoslav TEŠI� 
Miloš �URAN 
Aleksandar DEKANSKI 
 

Dizajn korica, slog i kompjuterska obrada teksta /Cover Design, Page Making and Computer Layout  
Aleksandar Dekanski 
 

Tiraž / Circulation : 200 primeraka / 200 Copy Printing 
 

ISBN 978-86-7132-045-0 
 

Štampa / Printing 
Razvojno-istraživa�ki centar grafi�kog inženjerstva, Tehnološko-metalurški fakultet, 
Karnegijeva 4, Beograd, Srbija 
 

  



 
Nau�ni Odbor 
Scientific Committee 

 
Živoslav TEŠI�, predsednik (chair) 
Jelena BAJAT 
Živadin BUGAR�I� 
Tanja �IRKOVI� VELI�KOVI� 
Jasna �ONLAGI� 
Miloš �URAN 
Ivan Gutman 
Ivanka HOLCLAJTNER ANTUNOVI� 
Zorica KNEŽEVI� JUGOVI� 
Branko MATOVI� 
Dragana Mili� 
Dušanka MILOJKOVI� OPSENICA 
Sr�an PEJANOVI� 
Velimir POPSAVIN 
Bojan RADAK 
Maja RADETI� 
Nenad RADOVI� 
Niko RADULOVI� 
Dragica TRIVI� 
Sre�ko TRIFUNOVI� 
Rastko VUKI�EVI� 

 
 
 

Organizacioni Odbor 
Organising Committee 

 
Miloš �URAN, predsednik (chair) 

Aleksandar DEKANSKI 
Zoran MATOVI� 

Biljana PETROVI� 
Zorica PETROVI� 

Snežana RAJKOVI� 
Zorka STANI� 

 
 
 

 
 





 

Characterisation of major milk proteins from different species by 
electrophoresis using a high-molarity Tris buffer

Mirjana B. Pešić, Slađana P. Stanojević, *Miroslav M.Vrvić,  Miroljub B. Barać

Institute of Food Technology and Biochemistry, Faculty of Agriculture, University of Belgrade
*Faculty of Chemistry, University of Belgrade
* Institute of Chemistry, Technology and Metallurgy,
Department of Chemistry, University of Belgrade

The use of sodium dodecyl sulfate-polyacrilamide gel
electrophoresis (SDS-PAGE) for the characterisation of milk proteins
has become a firmly established laboratory procedure. The most
widely cited SDS-PAGE procedure is the Laemmli (1) modification of
the discontinous buffer system of Orstein and Davis (2). Using this
procedure no differences between protein profiles of different milk
species was observed. Fling and Gregerson (3) proposed the
modified protocol. Sharp bands and high resolution were achieved in
the wide range of protein molecular weights by iincreasing the
molarity of Tris in the resolving gel and running buffer twofold over
the Leammli concentrations.

In this study we applied the modified technique to evaluate weather
it is suitable for estimation the differences among electrophoretic
patterns of proteins of bovine, caprine and ovine milk.
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Samples of milk, whey proteins
and caseins for SDS-PAGE
were diluted to different extents
(1:2 for bovine and caprine
milk; 1:6 for ovine milk; 1:2 for
bovine, caprine and ovine whey
proteins; 1:3 for bovine caprine
and ovine caseins) with the
sample buffer [ 0.055 M Tris-
HCl, pH 6.8, 2% (wt/vol) SDS,
7% (vol/vol) glycerin, 5%
(vol/vol) 2-mercaptoethanol,
0.0025% (wt/vol) bromophenol
blue].

The electrophoresis was carried out in 1.5- mm thick
gels with 12.5% (wt/vol) separating gels and 5%
(wt/vol) stacking gels. After boiling for 2 min, 20 μL of
the cooled solution was loaded onto each well. The
gels were run in a buffer solution [0.05 M
tris(hydroxymethyl) aminomethane, 0.19 M glycine,
0.1% (wt/vol) SDS, pH 8.5] for 5h to completion. Gels
were fixed and stained with 0.23% (wt/vol)
Coomassie brilliant blue R250 (dissolved in 3.9%
(wt/vol) TCA, 6% (vol/vol) acetic acid, and 17%
(vol/vol) methanol) for 1 h followed by two destaining
steps with continuous agitation [18% (vol/vol) ethanol
and 8% (vol/vol) acetic acid]. The destained gels
were scanned and then were analyzed by SigmaGel
software version 1.1 (Jandel Scientific, San Rafael,
CA).
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Results

Discussion
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Figure1. SDS electrophoregrams of bovine, caprine and ovine milk (lines 9-11), whey proteins
(lines 6-8) and caseins (lines 3-5). Line 1- LMW standards, line 2 –bovine milk protein standards

Using the modified protocol, which proposed Fling and Gregerson, the
differences between protein profiles of bovine, caprine and ovine milk could be
detected. High quantity of αs2-CN and low quantity of αs1-CN could be observed
for caprine milk. The electrophoretic pattern of ovine milk reveled high quantity
in both αsl-CN and αs2-CN, whereas significantly lower quantity of αs2-CN than
for αsl-CN were established for bovine milk. Significant differences among
electrophoretic properties of κ-caseins and paraκ-caseins among different
species could be noticed. The order of κ-caseins in electrophoretic gel
according to increasing mobility was: bovine κ-casein, caprine κ-casein and
ovine κ-casein. This could be due to small differences in molecular weights,
different degree of phosporilation and glycosilation of these proteins. It is
known that many glycoproteins behave anomalously even when SDS and
reducing agents are in excess, probably because they bind SDS only to the
protein part of the molecule (4). The reduced net charge, resulting from
reduced SDS binding, lowers the polypeptide mobility during electrophoresis,
yealding artifactually high molecular weight estimates. In the case of paraκ-
caseins, the order was: caprine paraκ-casein, ovine paraκ-casein and bovine
paraκ-casein. Possible explanation could be differences in amino acid
sequences of these proteins, which implied to different extent of SDS binding
(5). The other milk proteins showed no differences in electrophoretic mobility.

SDS-PAGE, according to the method of Fling and Gregerson, is suitable for
determination the differences among protein profiles of bovine, caprine and
ovine milk. Due to the fact that paraκ-casein of bovine milk have the highest
electrophoretic mobility than two other ones from caprine and ovine milk, the
presented method could be useful analytical tool in the quantification of
bovine milk adulteration. It is known that paraκ-casein is protein which
doesn’t show proteolytic changes during the cheeses ripening. Thus, the
application of this procedure could be very effective for estimation the
authenticity of milk species used for their production.
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